Profiling Cytokine Levels Using A Multiplex Human Cytokine ELISA Array
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In the standard curve protocol, the readings for each protein analyte from the samples are 2. The induction levels of eight cytokines have been quantified between two samples using
compared to a standard curve for quantification of the amount of protein in the original the ELISA Array and a standard curve protocol in one experiment.
samples. In the relative profiling experiment, a non-linear regression method is used to . . . .
p + absorb, s 'gl pl i h inth gt in levels betw | 3. The ELISA Array can also be used to determine the ratio of induction levels among
convert absorbance readings into relative changes in the protein levels between samples. Time (h) multiple samples in one experiment by using a four-parameter logistic-log model.
ime




